Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.052; wR factor = 0.130; data-to-parameter ratio = 13.9.
In the title salt, C 14 H 20 NO + ÁCl À , the piperidine ring adopts a chair conformation. In the crystal, the cations and anions are linked by classical N-HÁ Á ÁCl hydrogen bond and weak C-HÁ Á ÁCl and C-HÁ Á ÁO hydrogen bonds; the C-HÁ Á ÁO hydrogen bonds exhibit R 2 2 (14) ring motifs while the C-HÁ Á ÁCl hydrogen bonds link the molecules into chains along the a-axis direction. -stacking is observed between parallel phenyl rings of adjacent cations, the centroid-centroid distance being 3.8164 (15) Å .
Related literature
For the synthesis and biological activity of piperidine derivatives, see: Vartanyan (1984) . For standard bond lengths, see: Allen et al. (1987) . For hydrogen-bond motifs see: Bernstein et al. (1995) . For puckering parameters, see : Cremer & Pople (1975) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2013 ); cell refinement: SAINT (Bruker, 2013) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: Mercury (Macrae et al., 2008) ; software used to prepare material for publication: SHELXL97 and Mercury.
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Comment
The piperidine hydrochloride is used as an intermediate for the synthesis of pharmaceuticals such as haloperidol (neuroleptic drug used to treat patients with psychotic illnesses, extreme agitation, or Tourette's syndrome) and loperamide which is a synthetic piperidine derivative, is an effective drug against diarrhea resulting from gastroenteritis or inflammatory bowel disease (Vartanyan et al., 1984) .
The piperidine ring (N1/C10-C14) of the title compound ( Fig. 1 ) adopts chair conformation. The puckering parameters of the piperdine ring are Q = 0.571 (2) Å, θ = 180.0 (2)° and φ = 19 (10)° (Cremer & Pople, 1975) . The bond lengths and angles are in normal ranges (Allen et al., 1987) .
The molecules are packed along a axis with inter molecular hydrogen bonds are shown in Figure 2 . Bond lengths and angles of intermolecular hydrogen bonds (N1-H11···Cl1, C14-H14B···O1 and C4-H4···Cl1) are listed in table 1.
Also, N···Cl intercontacts with a distance of 3.084 Å is observed. The C14-H14B···O1, exhibits R 2 2 (14) ring motifs (Bernstein et al., 1995) . The molecules are connected by infinite one dimensional chains along a axis by C4-H4···Cl1 hydrogen bonds. In addition, π···π interactions exists between phenyl rings Cg2···Cg2 with a distance of 3.8164 (15) Å, where Cg2 is C1/C2/C3/C4/C5/C6. Overall crystal structure of the title molecule exhibits three dimensional architecture.
Experimental
Single crystals (block) were obtained from slow evaporation of a solution of ethylacetate (m.p.:410-413 K).
Refinement
The H11 atom is located in a difference Fourier map and refined isotropically. Other H atoms were fixed geometrically (C -H= 0.93-0.96 Å) and allowed to ride on their parent atoms with U iso (H) = 1.5U eq for methyl H atom and 1.2U eq (C) for other H atoms.
Computing details
Data collection: APEX2 (Bruker, 2013 ); cell refinement: SAINT (Bruker, 2013) ; data reduction: SAINT (Bruker, 2013);  program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: Mercury (Macrae et al., 2008) ; software used to prepare material for publication:
Mercury (Macrae et al., 2008 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

